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MYC Oligo Design

Reverse translated top strand

5’ GAA CAG AAA CTG ATC TCT GAA GAA GAC CTG
Adding PstI overhang and restores reading frame after myc

5’ GAA CAG AAA CTG ATC TCT GAA GAA GAC CTG ggtgca

identify restriction site BbsI in myc
5’ GAA CAG AAA CTG ATC TCT GAA GAA GAC CT^G ggt_gca

5’ GAA CAG AAA CTG ATC TCT GAA GAA GAC CT^G ggt_gca

orange indicated the bases that are necessary for cutting. Black bases that are underlined are part of the restriction site but are not important (N).
bottom strand


5’ CAG GTC TTC TTC AGA GAT CAG TTT CTG TTC 

bottom strand with overhang and codon spacer added in

5’ ccCAG GTC TTC TTC AGA GAT CAG TTT CTG TTC tgca 

so in order to kill the PstI site that occurs before myc, we cannot start myc with a G.  Because there is no codon for Glutamate that does not begin with a G, we need to add a codon before that does not start with a G and that is hopefully close in chemistry.  We decided on leucine (CUG).
Top

5’ CTG GAA CAG AAA CTG ATC TCT GAA GAA GAC CT^G ggt_gca

Bottom

5’ ccCAG GTC TTC TTC AGA GAT CAG TTT CTG TTC GAC tgca 
