Sequencing results:

NNNCCTTCTCTNGTTGANNNTTATNNNNNAATAAANNNNGNNAATAATAAATCAAANNNCGATTTAACCANNNGAGAAAAAGAATGTTTAGCGTGGGCATGCGAAGGAAAAAGCTCTTGGGATATTTCAAAAATATTAGGTTGCAGTGAGCGTACTGTCACTTTCCATTTAACCAATGCGCAAATGAAACTCAATACAACAAACCGCTGCCAAAGTATTTCTAAAGCAATTTTAACAGGAGCAATTGATTGCCCATACTTTAAAAATTAATAACACTGATAGTGCTAGTGTAGATCACTACTAGTAGCGGCCGCTGCAGGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGNNAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCACAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTNNNNAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTANGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGNCCGACCGCTGCGCNTTATCCGNNNNTATCGTNNNNGTCCAACCCNGNNNNCNCGACTTATCGCCNCTGGCAGCANCCACTGGTANNNGGATTAGNNNANNNANGNNNGNANGNGNNNTNNNNANNNNTGNANNGNNGNNTNANTNNNGNNNNNCTNNAANAANNNNATTNGNNNNNCNNNCNGNNNNNNNCNNNNNCNTCNNNAAAANNNNNGGNNNNNNTNNNNNNN

Expected results:

GTTCCTTCTCTAGTTGATAATTATCGAAAAATAAATATAGCAAATAATAAATCAAACAACGATTTAACCAAAAGAGAAAAAGAATGTTTAGCGTGGGCATGCGAAGGAAAAAGCTCTTGGGATATTTCAAAAATATTAGGTTGCAGTGAGCGTACTGTCACTTTCCATTTAACCAATGCGCAAATGAAACTCAATACAACAAACCGCTGCCAAAGTATTTCTAAAGCAATTTTAACAGGAGCAATTGATTGCCCATACTTTAAAAATTAATAACACTGATAGTGCTAGTGTAGATCACTACTAGTAGCGGCCGCTGCAGGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCT
MATCH_A = 0.65, MATCH_B = 0.75, MATCH_C = 0.85, MATCH_D = 0.95, UMATCH = 0.99, GAP = 0.05, BLOCKOPEN = 0.01

score = 1294.39
4       CCTTCTCTNGTTGANNNTTATNNNNNAATAAANNNNGNNAATAATAAAT 

        CCTTCTCT GTTGA   TTAT     AATAAA    G  AATAATAAAT 

4       CCTTCTCTAGTTGATAATTATCGAAAAATAAATATAGCAAATAATAAAT 

53      CAAANNNCGATTTAACCANNNGAGAAAAAGAATGTTTAGCGTGGGCATG 

        CAAA   CGATTTAACCA   GAGAAAAAGAATGTTTAGCGTGGGCATG 

53      CAAACAACGATTTAACCAAAAGAGAAAAAGAATGTTTAGCGTGGGCATG 

102     CGAAGGAAAAAGCTCTTGGGATATTTCAAAAATATTAGGTTGCAGTGAG 

        CGAAGGAAAAAGCTCTTGGGATATTTCAAAAATATTAGGTTGCAGTGAG 

102     CGAAGGAAAAAGCTCTTGGGATATTTCAAAAATATTAGGTTGCAGTGAG 

151     CGTACTGTCACTTTCCATTTAACCAATGCGCAAATGAAACTCAATACAA 

        CGTACTGTCACTTTCCATTTAACCAATGCGCAAATGAAACTCAATACAA 

151     CGTACTGTCACTTTCCATTTAACCAATGCGCAAATGAAACTCAATACAA 

200     CAAACCGCTGCCAAAGTATTTCTAAAGCAATTTTAACAGGAGCAATTGA 

        CAAACCGCTGCCAAAGTATTTCTAAAGCAATTTTAACAGGAGCAATTGA 

200     CAAACCGCTGCCAAAGTATTTCTAAAGCAATTTTAACAGGAGCAATTGA 

249     TTGCCCATACTTTAAAAATTAATAACACTGATAGTGCTAGTGTAGATCA 

        TTGCCCATACTTTAAAAATTAATAACACTGATAGTGCTAGTGTAGATCA 

249     TTGCCCATACTTTAAAAATTAATAACACTGATAGTGCTAGTGTAGATCA 

298     CTACTAGTAGCGGCCGCTGCAGGCTTCCTCGCTCACTGACTCGCTGCGC 

        CTACTAGTAGCGGCCGCTGCAGGCTTCCTCGCTCACTGACTCGCTGCGC 

298     CTACTAGTAGCGGCCGCTGCAGGCTTCCTCGCTCACTGACTCGCTGCGC 

347     TCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAA 

        TCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAA 

347     TCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAA 

396     TACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGN 

        TACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAG  

396     TACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGC 

445     NAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG 

        AAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG 

445     AAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG 

494     TTTTTCCACAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCT 

        TTTTTCCA AGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCT 

494     TTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCT 

543     CAAGTCAGAGGTGGCGAAACCCGACAGGACTNNNNAGATACCAGGCGTT 

        CAAGTCAGAGGTGGCGAAACCCGACAGGACT    AGATACCAGGCGTT 

543     CAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTT 

592     TCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTT 

        TCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTT 

592     TCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTT 

641     ACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTC 

        ACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTC 

641     ACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTC 

690     ATAGCTCACGCTGTANGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAA 

        ATAGCTCACGCTGTA GTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAA 

690     ATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAA 

739     GCTGGGCTGTGTGCACGAACCCCCCGTTCAGNCCGACCGCTGCGCNTTA 

        GCTGGGCTGTGTGCACGAACCCCCCGTTCAG CCGACCGCTGCGC TTA 

739     GCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTA 

788     TCCGNNNNNTATCGTNNNNNGTCCAACCCNGNNNNNCNCGACTTATCGC 

        TCCG     TATCGT     GTCCAACCC G     C CGACTTATCGC 

788     TCCGG-AACTATCGTC-TGAGTCCAACCCGG-AAGACACGACTTATCGC 

834     CNCTGGCAGCANCCACTGGTANNNGGATTAG                   

        C CTGGCAGCA CCACTGGTA   GGATTAG                   

837     CACTGGCAGCAGCCACTGGTAACAGGATTAG
