AlL STEM Profiles (1)

Clusters ordered based on number of genes and profiles ordered by significance (default)
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Profile 23

_ Profile £23:(0,0,-1,1, 1)
< Ef}EEr—EvS(SUI]En Change 266.0 Genes Assigned; 35.8 Genes Expected; p-value = 2.1E-131 (significant)

Profile Gene Table | |  ProfleGOTable | | ClusterGeneTable | |  Cluster GO Table




Profile 14

3

Expression Change

(wi)—v(0))

Profile #14:(0,-1,0,2, 2)
146.0 Genes Assigned; 25.6 Genes Expected; p-value = 5 8E-62 (significant)

Profile Gene Tahle

Praofile GO Table

Cluster Gene Tahle

Cluster GO Tahkle




Profile 11

_ Profile #11: (0,-1,-1,1, 0)
A4 EI}EEr—EvS(SUI]En Change 128.0 Genes Assigned; 42.4 Genes Expected; p-value = 3.6E-27 (significant)
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Profile 24

_ Profile £24: (0,0, 0,-2,-1)
B EI}EEr—EvS(SUI]En Change 344.0 Genes Assigned; 39.6 Genes Expected; p-value = 5.0E-205 (significant)
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Profile 44

_ Profile #£44: (0, 2, 0,-2,-3)
3 Ef}EEr—EvS(SUI]En Change 59.0 Genes Assigned; 256.5 Genes Expected; p-value = 7.6E-9 (significant)

Profile Gene Table | |  ProfleGOTable | | ClusterGeneTable | |  Cluster GO Table




Profile 9

Profile #3: (0, -1,-2,-3,-4)
< Ef}EEr—EvS(SUS?n Change G64.0 Genes Assigned; 30.9 Genes Expected; p-value = 9.0E-8 (significant)

Profile Gene Table | |  ProfleGOTable | | ClusterGeneTable | |  Cluster GO Table




Profile 37

_ Profile £37:(0,1,1,0,-2)
A4 Ef}EEr—EvS(SUI]En Change 82.0 Genes Assigned; 40.7 Genes Expected; p-value = 5.0E-9 (significant)

Profile Gene Table | | Profile GO Table




Profile 27

Profile #27:(0,0,1,-1, 0)

A4 EI}EEr—EvS(SUI]En Change 81.0 Genes Assigned; 29.4 Genes Expected; p-value = 2.0E-15 (significant)

Profile Gene Table | | Profile GO Table




Profile 39

5 Expression Change

(wi)—v(0))

Profile #39: (0,1, 1,3, 2)
30.0 Genes Assigned; 26.8 Genes Expected; p-value = 3.8E-17 (significant)

Profile Gene Table | | Profile GO Table
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