Results for Grumpy Cowgirl B: [image: image1.wmf]

lcl|53853 GRUMPY COWGIRL B G07_GCB_T7-1_676795.seq Sequence #0 of 3 downloaded on Mon Dec 6 11:35:28 CST 20...(1269bp)

Graphic Summary
Distribution of 8 Blast Hits on the Query Sequence [?]
An overview of the database sequences aligned to the query sequence is shown. The score of each alignment is indicated by one of five different colors, which divides the range of scores into five groups. Multiple alignments on the same database sequence are connected by a striped line. 
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Descriptions
Legend for links to other resources: [image: image65.png]
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PubChem BioAssay 

	Sequences producing significant alignments:

	Accession
	Description
	Max score 
	Total score 
	Query coverage 
	E value 
	Max ident 
	Links

	EF644562.1
	Phanerochaete chrysosporium clone pchl6 lignin peroxidase isoform D (lipD) gene, partial cds
	1496
	1496
	70%
	0.0
	96%
	

	X15599.1
	Phanerochaete chrysosporium LIP2 gene for lignin peroxidase
	1445
	1445
	70%
	0.0
	95%
	

	M18743.1
	P.chrysosporium ligninase (CKG4) mRNA, complete cds
	455
	1109
	48%
	3e-124
	100%
	

	AB455007.1
	Phanerochaete sordida ylpB gene for lignin peroxidase precursor, complete cds
	233
	233
	43%
	2e-57
	75%
	


Results for Grumpy Cowgirl C: [image: image71.wmf]

lcl|63439 GRUMPY COWGIRL C H07_GCC_T7-1_676796.seq Sequence #1 of 3 downloaded on Mon Dec 6 11:35:28 CST 20...(1257bp)


Graphic Summary
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Descriptions
Legend for links to other resources: [image: image135.png]


UniGene [image: image136.png]


GEO [image: image137.png]


Gene [image: image138.png]


Structure [image: image139.png]


Map Viewer [image: image140.png]


PubChem BioAssay 

	Sequences producing significant alignments:

	Accession
	Description
	Max score 
	Total score 
	Query coverage 
	E value 
	Max ident 
	Links

	EF644562.1
	Phanerochaete chrysosporium clone pchl6 lignin peroxidase isoform D (lipD) gene, partial cds
	1517
	1517
	71%
	0.0
	97%
	

	X15599.1
	Phanerochaete chrysosporium LIP2 gene for lignin peroxidase
	1465
	1465
	71%
	0.0
	96%
	

	M18743.1
	P.chrysosporium ligninase (CKG4) mRNA, complete cds
	466
	1122
	48%
	2e-127
	100%
	

	AB455007.1
	Phanerochaete sordida ylpB gene for lignin peroxidase precursor, complete cds
	244
	244
	44%
	
	
	


Results for Sneezy Cowgirl A: [image: image141.wmf]

lcl|12347 SNEEZY COWGIRL A A08_SCA_T7-1_676797.seq Sequence #2 of 3 downloaded on Mon Dec 6 11:35:28 CST 20...(1285bp)


Graphic Summary
Distribution of 115 Blast Hits on the Query Sequence [?]
An overview of the database sequences aligned to the query sequence is shown. The score of each alignment is indicated by one of five different colors, which divides the range of scores into five groups. Multiple alignments on the same database sequence are connected by a striped line. 
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Results for: [image: image409.wmf]

lcl|12347 SNEEZY COWGIRL A A08_SCA_T7-1_676797.seq Sequence #2 of 3 downloaded on Mon Dec 6 11:35:28 CST 20...(1285bp)

(continued… showing only the first 10 descriptions out of 115 hits – all are vector related)
Descriptions
Legend for links to other resources: [image: image410.png]
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GEO [image: image412.png]
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PubChem BioAssay 

	Sequences producing significant alignments:

	Accession
	Description
	Max score 
	Total score 
	Query coverage 
	E value 
	Max ident 
	Links

	AY508731.1
	Cloning vector psiLentGene Basic, complete sequence
	1596
	1596
	70%
	0.0
	97%
	

	GU370778.1
	Cloning vector pDuExAc6, complete sequence
	1568
	1666
	69%
	0.0
	100%
	

	GQ489185.1
	Cloning vector pSpark II, complete sequence
	1568
	1568
	69%
	0.0
	97%
	

	EF565883.1
	Plant expression vector pDuExP (pDuExAn6), complete sequence
	1568
	1666
	69%
	0.0
	100%
	

	EF565882.1
	Plant expression vector pDuExAn1, complete sequence
	1568
	1666
	69%
	0.0
	100%
	

	DQ917671.1
	Cloning vector pGEM-WIZ, complete sequence
	1568
	1568
	69%
	0.0
	97%
	

	DQ917670.1
	Cloning vector pGEM-S1, complete sequence
	1568
	1568
	69%
	0.0
	97%
	

	AF338824.1
	Cloning vector pVLH/int(+), complete sequence
	1568
	1568
	69%
	0.0
	97%
	

	X65309.2
	Cloning vector pGEM-5Zf(-)
	1568
	1568
	69%
	0.0
	97%
	

	AF173954.1
	Cloning vector pGEM-URA3, complete sequence
	1568
	1568
	69%
	0.0
	97%
	


Results for Sneezy Cowgirl B: [image: image416.wmf]

lcl|50541 SNEEZY COWGIRL B B08_SCB_T7-1_676798.seq Sequence #3 of 3 downloaded on Mon Dec 6 11:35:28 CST 20...(1187bp)


Graphic Summary
Distribution of 8 Blast Hits on the Query Sequence [?]
An overview of the database sequences aligned to the query sequence is shown. The score of each alignment is indicated by one of five different colors, which divides the range of scores into five groups. Multiple alignments on the same database sequence are connected by a striped line. 
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Descriptions
Legend for links to other resources: [image: image479.png]
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PubChem BioAssay 

	Sequences producing significant alignments:

	Accession
	Description
	Max score 
	Total score 
	Query coverage 
	E value 
	Max ident 
	Links

	EF644562.1
	Phanerochaete chrysosporium clone pchl6 lignin peroxidase isoform D (lipD) gene, partial cds
	1506
	1506
	75%
	0.0
	96%
	

	X15599.1
	Phanerochaete chrysosporium LIP2 gene for lignin peroxidase
	1454
	1454
	75%
	0.0
	95%
	

	M18743.1
	P.chrysosporium ligninase (CKG4) mRNA, complete cds
	466
	1122
	51%
	1e-127
	100%
	

	AB455007.1
	Phanerochaete sordida ylpB gene for lignin peroxidase precursor, complete cds
	244
	244
	46%
	8e-61
	75%
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