>AF089115
GATGTAGTAATTAGATCCGCCAATTTCACGGACAATGCTAAAATCATAAT
AGTACAGCTGAATGAAACTGTAGTAATGAATTGTACAAGACCCGGCAACA
ATACAAGAAAAAGGGTAACTCTAGGACCAGGCAGAGTATACTATACAACA
GGACAAATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGTAGAGC
AGGTTGGACTAACACTTTAGAAAGAATAGCTATAAAATTAAGAGAACAAT
TTCAGAATAGAACAATAGTCTTTAATCAATCCTCA
>B.US.-.AF089115
GATGTAGTAATTAGATCCGCCAATTTCACGGACAATGCTAAAATCATAAT
AGTACAGCTGAATGAAACTGTAGTAATGAATTGTACAAGACCCGGCAACA
ATACAAGAAAAAGGGTAACTCTAGGACCAGGCAGAGTATACTATACAACA
GGACAAATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGTAGAGC
AGGTTGGACTAACACTTTAGAAAGAATAGCTATAAAATTAAGAGAACAAT
TTCAGAATAGAACAATAGTCTTTAATCAATCCTCA
>B.US.-.AF089119
GATGTAGTAATTAGATCCGCCAATTTCACGGACAATGCTAAAATCATACT
AGTACAGCTGAATGAAACTGTAGTAATGAATTGTACAAGACCCGGCAACA
ATACAAGAAAAAGGGTAACTCTAGGACCAGGCAGAGTATACTATACAATA
GGACAAATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGTAGAGC
AGGTTGGACTAACACTTTAGAAAGAATAGCTATAAAATTAAGAGAACAAT
TTCAGAATAGAACAATAGTCTTTAATCAATCCTCA
>B.US.-.AF089122
GATGTAGTAATTAGATCCGCCAATTTCACGGACAATGCTAAAATCATATT
AGTACAGCTGAATGAAACTGTAGTAATGAATTGTACAAGACCCGACAACA
ATACAAGAAAAAGGGTAACTCTAGGACCAGGCAGAGTATACTATACAACA
GGACAAATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGCAGAGC
AGGTTGGACTAACACTTTAGAAAGAATAGCTATAAAATTAAGAGAACAAT
TTCAGAATAGAACAATAGTCTTTAATCAATCCTCA
>B.US.-.AF089121
GATGTAGTAATTAGATCCGCCAATTTCACAGACAATGCTAAAATCATAAT
AGTACAGCTGAATGAAACTGTAGTAATGAATTGTACAAGACCCGGCAACA
ATACAAGAAAAAGGGTAACTCTAGGACCAGGCAGAGTATACTATACAACA
GGACAAATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGTAGAGC
AGGTTGGAGTAACACTTTAGAAAGGATAGCTATAAAATTAAGAGAACAAT
TTCAGAATAGAACAATAGTCTTTAATCAATCCTCA
>B.US.-.AF089118
GATGTAGTAATTAGATCCGCCAATTTCACGGACAATGCTAAAATCATATT
AGTACAGCTGAATGAAACTGTAGTAATGAATTGTACAAGACCCGGCAACA
ATACAAGAAAAAGGGTAACTCTAGGACCAGGCAGAGTATACTATACAACA
GGACAAATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGTAGAGC
AGATTGGAGTAACACTTTAGAAAGAATAGCTATAAAATTAAGAGAACAAT
TTCAGAATAGAACAATAGTCTTTAATCAATCCTCA
>B.US.-.AF089117
GATGTAGTAATTAGATCCGCCAATTTCACGGACAATGCTAAAATCATATT
AGTACAGCTGAATGAAACTGTAGTAATGAATTGTACAAGACCCGGCAACA
ATACAAGAAAAAGGGTAACTCTAGGACCAGGCAGAGTATACTATACAACA
GGACAAATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGTAGAGC
AGGTTGGAATAACACTTTAAAAAGGATAGCTATAAAATTAAGAGAACAAT
TTCAGAATAGAACAATAGTCTTTAATCAATCCTCA
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Sequence alignment

Consensus key (see documentation for details)
*  single, fully conserved residue

CLUSTAL W (1.81) multiple sequence alignment

B.US.-.AF0B9119. GATGTAGTAATTAGATCCGCCAATTTCACGGACAATGCTARRATCATACTAGTACAGCTG
AF0E9115 GATGTAGTAATTAGATCCGCCAATTTCACGGACAATGCTARRATCATAATAGTACAGCTG
B.US.-.AF089122 GATGTAGTAATTAGATCCGCCAATTTCACGGACAATGCTARRATCATATTAGTACAGCTG
B.US.-.AF0B9115 GATGTAGTAATTAGATCCGCCAATTTCACGGACAATGCTARRATCATATTAGTACAGCTG
B.US.-.AF0B9117 GATGTAGTAATTAGATCCGCCAATTTCACGGACAATGCTARRATCATATTAGTACAGCTG
B.US.-.AF089121 GATGTAGTAATTAGATCCGCCAATTTCACAGACAATGCTARAATCATAATAGTACAGCTG
B.US.-.AF0B9119. AATGAAACTGTAGTAATGAATTGTACAAGACCCGGCAACAATACAAGAAAAAGGGTAACT
AF0E9115 AATGAAACTGTAGTAATGAATTGTACAAGACCCGGCAACAATACAAGAAAAAGGGTAACT
B.US.-.AF089122 AATGAAACTGTAGTAATGAATTGTACAAGACCCGACAACAATACAAGAAAAAGGGTAACT
B.US.-.AF0B9115 AATGAAACTGTAGTAATGAATTGTACAAGACCCGGCAACAATACAAGAAAAAGGGTAACT
B.US.-.AF0B9117 AATGAAACTGTAGTAATGAATTGTACAAGACCCGGCAACAATACAAGAAAAAGGGTAACT
B.US.-.AF089121 AATGAAACTGTAGTAATGAATTGTACAAGACCCGGCAACAATACAAGAAAAAGGGTAACT
B.US.-.AF0B9119. CTAGGACCAGGCAGAGTATACTATACAATAGGACAAAT ARTAGGAGATATAAGAAAAGCA
AF0E9115 CTAGGACCAGGCAGAGTATACTATACAACAGGACAAAT ARTAGGAGATATAAGAAAAGCA
B.US.-.AF089122 CTAGGACCAGGCAGAGTATACTATACAACAGGACAAAT ARTAGGAGATATAAGAAAAGCA
B.US.-.AF0B9115 CTAGGACCAGGCAGAGTATACTATACAACAGGACAAAT ARTAGGAGATATAAGAAAAGCA
B.US.-.AF0B9117 CTAGGACCAGGCAGAGTATACTATACAACAGGACAAAT ARTAGGAGATATAAGAAAAGCA
B.US.-.AF089121 CTAGGACCAGGCAGAGTATACTATACAACAGGACAAAT AAT AGGAGATATAAGAAAAGCA
B.US.-.AF0B9119. CATTGTAACCTTAGTAGAGCAGGTTGGACTAACACTTTAGARAGAATAGCTATAAAATTA
AF0E9115 CATTGTAACCTTAGTAGAGCAGGTTGGACTAACACTTTAGAAAGAATAGCTATAAAATTA
B.US.-.AF089122 CATTGTAACCTTAGCAGAGCAGGTTGGACTAACACTTTAGAAAGAATAGCTATAAAATTA
B.US.-.AF0B9115 CATTGTAACCTTAGTAGAGCAGATTGGAGTAACACTTTAGARAGAATAGCTATAAAATTA
B.US.-.AF0B9117 CATTGTAACCTTAGTAGAGCAGGTTGGARTAACACTTTARARAGGATAGCTATAAAATTA
B.US.-.AF089121 CATTGTAACCTTAGTAGAGCAGGTTGGAGTAACACTTTAGARAGGATAGCTATAAAATTA
B.US.-.AF0B9119. AGAGAACAATTTCAGAATAGAACAATAGTCTTTAATCAATCCTCA

AF0E9115 AGAGAACAATTTCAGAATAGAACAATAGTCTTTAATCAATCCTCA

B.US.-.AF089122 AGAGAACAATTTCAGAATAGAACAATAGTCTTTAATCAATCCTCA

B.US.-.AF0B9115 AGAGAACAATTTCAGAATAGAACAATAGTCTTTAATCAATCCTCA

B.US.-.AF0B9117 AGAGAACAATTTCAGAATAGAACAATAGTCTTTAATCAATCCTCA

B.US.-.AF089121 AGAGAACAATTTCAGAATAGAACAATAGTCTTTAATCAATCCTCA
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