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linkage groups with QTL for DHE
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Chromosome
parents 1H 2H 3H 4H 5H 6H 7H mean
Ackermanns Bavaria 10.1 11.4 9.9 10.5 9.9 13.2 14.2 11.3
Barke 14.9 9.7 11.7 8.7 14.3 14.7 10.7 12.1
Heils Franken 9.4 12.7 13.6 5.5 8.3 11.1 7.9 9.8
Heines Hanna 12.1 3.7 154 20.5 9.3 10.5 7.4 11.3
Pflugs Intensiv 10.0 0.0 2.6 0.0 0.1 0.0 0.0 1.8
Ragusa 9.2 8.6 8.9 10.3 12.1 104 9.8 9.9
Ackermanns Danubia 3.9 6.3 9.9 6.2 5.0 2.5 8.2 6.0
Criewener 403 0.2 0.0 0.2 0.0 0.0 0.0 0.0 0.6
unexplained 30.4 47.5 27.9 38.4 41.1 37.6 41.8 37.8
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Binary Approach Haplotype Approach

e 78 QTL in twelve traits * 65 QTL in twelve traits

» small genetic intervals e greater genetic intervals

* lower allele effect o greater allele effect

* biased allelic means « contribution of parental allelic mean

 high amount of unexplained founder ancestry

 high computational time

simultaneously use of the approaches

e

improve founder ancestry
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