C4) Calculate the allele frequencies in the starting population: 
	Genotype
	Number
	#R's
	#r's

	RR
	0
	0
	0

	Rr
	100
	100
	100

	rr
	0
	0
	0

	
	Total:
	100
	100



	Frequency of R (p) =
	100/200 = 0.5

	Frequency of r (q) =
	100/200 = 0.5



C5) Calculate the genotype frequencies expected at HWE: 

· Frequency of RR = p (squared) = 0.25
· Frequency of Rr = 2pq = 0.5
· Frequency of rr = q (squared) = 0.25

C6) Is the population at HWE?
Yes, Because p(squared) + 2pq + q(squared) = 1
P+q= 0.5+0.5=1 

C7)Run one generation only. Is that population at HWE? 
	
	Genotype
	Number
	#R's
	#r's

	RR
	31
	62
	0

	Rr
	46
	46
	46

	rr
	23
	0
	46

	
	Total:
	108/200
	92/200 



	0.0961 + 0.1426 + 0.0529 = 0.2916
C9) What should happen to p and q after several generations with this selection?  The red color will eventually take over completely, wiping the whites out. 

C11) 
	Genotype
	Number
	#R's
	#r's

	RR
	88
	88
	0

	Rr
	12
	12
	12

	rr
	0
	0
	0

	
	Total:
	108/200
	92/200 



	0.886 + 0.113 + 0.0036
	= 1
	
	This matches my prediction because the homozygous rr had a frequency of 0. 
