Periostin DNA sequence (including introns length: 3213 nt)

           1 agagactcaa gatgattccc tttttaccca tgttttctct actattgctg cttattgtta

         61 accctataaa cgccaacaat cattatgaca agatcttggc tcatagtcgt atcaggggtc

       121 gggaccaagg cccaaatgtc tgtgcccttc aacagatttt gggcaccaaa aagaaatact

       181 tcagcacttg taagaactgg tataaaaagt ccatctgtgg acagaaaacg actgttttat

       241 atgaatgttg ccctggttat atgagaatgg aaggaatgaa aggctgccca gcagttttgc

       301 ccattgacca tgtttatggc actctgggca tcgtgggagc caccacaacg cagcgctatt

       361 ctgacgcctc aaaactgagg gaggagatcg agggaaaggg atccttcact tactttgcac

       421 cgagtaatga ggcttgggac aacttggatt ctgatatccg tagaggtttg gagagcaacg

       481 tgaatgttga attactgaat gctttacata gtcacatgat taataagaga atgttgacca

       541 aggacttaaa aaatggcatg attattcctt caatgtataa caatttgggg cttttcatta

       601 accattatcc taatggggtt gtcactgtta attgtgctcg aatcatccat gggaaccaga

       661 ttgcaacaaa tggtgttgtc catgtcattg accgtgtgct tacacaaatt ggtacctcaa

       721 ttcaagactt cattgaagca gaagatgacc tttcatcttt tagagcagct gccatcacat

       781 cggacatatt ggaggccctt ggaagagacg gtcacttcac actctttgct cccaccaatg

       841 aggcttttga gaaacttcca cgaggtgtcc tagaaaggtt catgggagac aaagtggctt

       901 ccgaagctct tatgaagtac cacatcttaa atactctcca gtgttctgag tctattatgg

       961 gaggagcagt ctttgagacg ctggaaggaa atacaattga gataggatgt gacggtgaca

     1021 gtataacagt aaatggaatc aaaatggtga acaaaaagga tattgtgaca aataatggtg

     1081 tgatccattt gattgatcag gtcctaattc ctgattctgc caaacaagtt attgagctgg

     1141 ctggaaaaca gcaaaccacc ttcacggatc ttgtggccca attaggcttg gcatctgctc

     1201 tgaggccaga tggagaatac actttgctgg cacctgtgaa taatgcattt tctgatgata

     1261 ctctcagcat ggttcagcgc ctccttaaat taattctgca gaatcacata ttgaaagtaa

     1321 aagttggcct taatgagctt tacaacgggc aaatactgga aaccatcgga ggcaaacagc

     1381 tcagagtctt cgtatatcgt acagctgtct gcattgaaaa ttcatgcatg gagaaaggga

     1441 gtaagcaagg gagaaacggt gcgattcaca tattccgcga gatcatcaag ccagcagaga

     1501 aatccctcca tgaaaagtta aaacaagata agcgctttag caccttcctc agcctacttg

     1561 aagctgcaga cttgaaagag ctcctgacac aacctggaga ctggacatta tttgtgccaa

     1621 ccaatgatgc ttttaaggga atgactagtg aagaaaaaga aattctgata cgggacaaaa

     1681 atgctcttca aaacatcatt ctttatcacc tgacaccagg agttttcatt ggaaaaggat

     1741 ttgaacctgg tgttactaac attttaaaga ccacacaagg aagcaaaatc tttctgaaag

     1801 aagtaaatga tacacttctg gtgaatgaat tgaaatcaaa agaatctgac atcatgacaa

     1861 caaatggtgt aattcatgtt gtagataaac tcctctatcc agcagacaca cctgttggaa

     1921 atgatcaact gctggaaata cttaataaat taatcaaata catccaaatt aagtttgttc

     1981 gtggtagcac cttcaaagaa atccccgtga ctgtctatac aactaaaatt ataaccaaag

     2041 ttgtggaacc aaaaattaaa gtgattgaag gcagtcttca gcctattatc aaaactgaag

     2101 gacccacact aacaaaagtc aaaattgaag gtgaacctga attcagactg attaaagaag

     2161 gtgaaacaat aactgaagtg atccatggag agccaattat taaaaaatac accaaaatca

     2221 ttgatggagt gcctgtggaa ataactgaaa aagagacacg agaagaacga atcattacag

     2281 gtcctgaaat aaaatacact aggatttcta ctggaggtgg agaaacagaa gaaactctga

     2341 agaaattgtt acaagaagag gtcaccaagg tcaccaaatt cattgaaggt ggtgatggtc

     2401 atttatttga agatgaagaa attaaaagac tgcttcaggg agacacaccc gtgaggaagt

     2461 tgcaagccaa caaaaaagtt caaggttcta gaagacgatt aagggaaggt cgttctcagt

     2521 gaaaatccaa aaaccagaaa aaaatgttta tacaacccta agtcaataac ctgaccttag

     2581 aaaattgtga gagccaagtt gacttcagga actgaaacat cagcacaaag aagcaatcat

     2641 caaataattc tgaacacaaa tttaatattt ttttttctga atgagaaaca tgagggaaat

     2701 tgtggagtta gcctcctgtg gtaaaggaat tgaagaaaat ataacacctt acaccctttt

     2761 tcatcttgac attaaaagtt ctggctaact ttggaatcca ttagagaaaa atccttgtca

     2821 ccagattcat tacaattcaa atcgaagagt tgtgaactgt tatcccattg aaaagaccga

     2881 gccttgtatg tatgttatgg atacataaaa tgcacgcaag ccattatctc tccatgggaa

     2941 gctaagttat aaaaataggt gcttggtgta caaaactttt tatatcaaaa ggctttgcac

     3001 atttctatat gagtgggttt actggtaaat tatgttattt tttacaacta attttgtact

     3061 ctcagaatgt ttgtcatatg cttcttgcaa tgcatatttt ttaatctcaa acgtttcaat

     3121 aaaaccattt ttcagatata aagagaatta cttcaaattg agtaattcag aaaaactcaa

     3181 gatttaagtt aaaaagtggt ttggacttgg gaa

DNA sequence of actual gene that’s transcripted (introns included length: 2511 nt)

ATGATTCCCTTTTTACCCATGTTTTCTCTACTATTGCTGCTTATTGTTAACCCTATAAACGCCAACAATC

ATTATGACAAGATCTTGGCTCATAGTCGTATCAGGGGTCGGGACCAAGGCCCAAATGTCTGTGCCCTTCA

ACAGATTTTGGGCACCAAAAAGAAATACTTCAGCACTTGTAAGAACTGGTATAAAAAGTCCATCTGTGGA

CAGAAAACGACTGTGTTATATGAATGTTGCCCTGGTTATATGAGAATGGAAGGAATGAAAGGCTGCCCAG

CAGTTTTGCCCATTGACCATGTTTATGGCACTCTGGGCATCGTGGGAGCCACCACAACGCAGCGCTATTC

TGACGCCTCAAAACTGAGGGAGGAGATCGAGGGAAAGGGATCCTTCACTTACTTTGCACCGAGTAATGAG

GCTTGGGACAACTTGGATTCTGATATCCGTAGAGGTTTGGAGAGCAACGTGAATGTTGAATTACTGAATG

CTTTACATAGTCACATGATTAATAAGAGAATGTTGACCAAGGACTTAAAAAATGGCATGATTATTCCTTC

AATGTATAACAATTTGGGGCTTTTCATTAACCATTATCCTAATGGGGTTGTCACTGTTAATTGTGCTCGA

ATCATCCATGGGAACCAGATTGCAACAAATGGTGTTGTCCATGTCATTGACCGTGTGCTTACACAAATTG

GTACCTCAATTCAAGACTTCATTGAAGCAGAAGATGACCTTTCATCTTTTAGAGCAGCTGCCATCACATC

GGACATATTGGAGGCCCTTGGAAGAGACGGTCACTTCACACTCTTTGCTCCCACCAATGAGGCTTTTGAG

AAACTTCCACGAGGTGTCCTAGAAAGGATCATGGGAGACAAAGTGGCTTCCGAAGCTCTTATGAAGTACC

ACATCTTAAATACTCTCCAGTGTTCTGAGTCTATTATGGGAGGAGCAGTCTTTGAGACGCTGGAAGGAAA

TACAATTGAGATAGGATGTGACGGTGACAGTATAACAGTAAATGGAATCAAAATGGTGAACAAAAAGGAT

ATTGTGACAAATAATGGTGTGATCCATTTGATTGATCAGGTCCTAATTCCTGATTCTGCCAAACAAGTTA

TTGAGCTGGCTGGAAAACAGCAAACCACCTTCACGGATCTTGTGGCCCAATTAGGCTTGGCATCTGCTCT

GAGGCCAGATGGAGAATACACTTTGCTGGCACCTGTGAATAATGCATTTTCTGATGATACTCTCAGCATG

GATCAGCGCCTCCTTAAATTAATTCTGCAGAATCACATATTGAAAGTAAAAGTTGGCCTTAATGAGCTTT

ACAACGGGCAAATACTGGAAACCATCGGAGGCAAACAGCTCAGAGTCTTCGTATATCGTACAGCTGTCTG

CATTGAAAATTCATGCATGGAGAAAGGGAGTAAGCAAGGGAGAAACGGTGCGATTCACATATTCCGCGAG

ATCATCAAGCCAGCAGAGAAATCCCTCCATGAAAAGTTAAAACAAGATAAGCGCTTTAGCACCTTCCTCA

GCCTACTTGAAGCTGCAGACTTGAAAGAGCTCCTGACACAACCTGGAGACTGGACATTATTTGTGCCAAC

CAATGATGCTTTTAAGGGAATGACTAGTGAAGAAAAAGAAATTCTGATACGGGACAAAAATGCTCTTCAA

AACATCATTCTTTATCACCTGACACCAGGAGTTTTCATTGGAAAAGGATTTGAACCTGGTGTTACTAACA

TTTTAAAGACCACACAAGGAAGCAAAATCTTTCTGAAAGAAGTAAATGATACACTTCTGGTGAATGAATT

GAAATCAAAAGAATCTGACATCATGACAACAAATGGTGTAATTCATGTTGTAGATAAACTCCTCTATCCA

GCAGACACACCTGTTGGAAATGATCAACTGCTGGAAATACTTAATAAATTAATCAAATACATCCAAATTA

AGTTTGTTCGTGGTAGCACCTTCAAAGAAATCCCCGTGACTGTCTATACAACTAAAATTATAACCAAAGT

TGTGGAACCAAAAATTAAAGTGATTGAAGGCAGTCTTCAGCCTATTATCAAAACTGAAGGACCCACACTA

ACAAAAGTCAAAATTGAAGGTGAACCTGAATTCAGACTGATTAAAGAAGGTGAAACAATAACTGAAGTGA

TCCATGGAGAGCCAATTATTAAAAAATACACCAAAATCATTGATGGAGTGCCTGTGGAAATAACTGAAAA

AGAGACACGAGAAGAACGAATCATTACAGGTCCTGAAATAAAATACACTAGGATTTCTACTGGAGGTGGA

GAAACAGAAGAAACTCTGAAGAAATTGTTACAAGAAGAGGTCACCAAGGTCACCAAATTCATTGAAGGTG

GTGATGGTCATTTATTTGAAGATGAAGAAATTAAAAGACTGCTTCAGGGAGACACACCCGTGAGGAAGTT

GCAAGCCAACAAAAAAGTTCAAGGATCTAGAAGACGATTAAGGGAAGGTCGTTCTCAGTGA

Amino Acid list

MIPFLPMFSLLLLLIVNPINANNHYDKILAHSRIRGRDQGPNVCALQQILGTKKKYFSTCKNWYKKSICG

QKTTVLYECCPGYMRMEGMKGCPAVLPIDHVYGTLGIVGATTTQRYSDASKLREEIEGKGSFTYFAPSNE

AWDNLDSDIRRGLESNVNVELLNALHSHMINKRMLTKDLKNGMIIPSMYNNLGLFINHYPNGVVTVNCAR

IIHGNQIATNGVVHVIDRVLTQIGTSIQDFIEAEDDLSSFRAAAITSDILEALGRDGHFTLFAPTNEAFE

KLPRGVLERIMGDKVASEALMKYHILNTLQCSESIMGGAVFETLEGNTIEIGCDGDSITVNGIKMVNKKD

IVTNNGVIHLIDQVLIPDSAKQVIELAGKQQTTFTDLVAQLGLASALRPDGEYTLLAPVNNAFSDDTLSM

DQRLLKLILQNHILKVKVGLNELYNGQILETIGGKQLRVFVYRTAVCIENSCMEKGSKQGRNGAIHIFRE

IIKPAEKSLHEKLKQDKRFSTFLSLLEAADLKELLTQPGDWTLFVPTNDAFKGMTSEEKEILIRDKNALQ

NIILYHLTPGVFIGKGFEPGVTNILKTTQGSKIFLKEVNDTLLVNELKSKESDIMTTNGVIHVVDKLLYP

ADTPVGNDQLLEILNKLIKYIQIKFVRGSTFKEIPVTVYTTKIITKVVEPKIKVIEGSLQPIIKTEGPTL

TKVKIEGEPEFRLIKEGETITEVIHGEPIIKKYTKIIDGVPVEITEKETREERIITGPEIKYTRISTGGG

ETEETLKKLLQEEVTKVTKFIEGGDGHLFEDEEIKRLLQGDTPVRKLQANKKVQGSRRRLREGRSQ

Promoter sequence

Part-only sequence for BBa_R0040(54 bp)

Tccctatcagtgatagagattgacatccctatcagtgatagagatactgagcac

Ribosome Binding Site

Part-only sequence for BBa_B0030(15 bp)

Attaaagaggagaaa

Terminator Sequence

Part-only sequence for BBa_B0015(129 bp)

ccaggcatcaaataaaacgaaaggctcagtcgaaagactgggcctttcgttttatctgttgtttgtcggtgaacgctctctactagagtcacactggctc

accttcgggtgggcctttctgcgtttata

*came from parts.mit.edu*

