Table 2. The Saccharomyces Genome Database (SGD) format
	Columns
	Description
	Example

	1
	DB, database contributing the file (always "SGD" for this file).
	SGD

	2
	DB_Object_ID, SGDID (SGD's unique identifier for genes and features).
	S000005996

	3
	DB_Object_Symbol.
	GCR1

	4
	Qualifier (optional), one or more of 'NOT', 'contributes_to','colocalizes_with' as qualifier(s) for a GO annotation, when needed,

multiples separated by pipe (|).
	contributes_to

	5
	GO ID, unique numeric identifier for the GO term.
	GO:0005634

	6
	DB:Reference(|DB:Reference), the reference associated with the GO annotation.
	SGD_REF:S000045389|PMID:1508187

	7
	Evidence, the evidence code for the GO annotation.
	IC

	8
	With (or) From (optional), any With or From qualifier for the GO annotation.
	GO:0016563

	9
	Aspect, which ontology the GO term belongs (Function, Process or Component).
	C

	10
	DB_Object_Name(|Name) (optional), a name for the gene product in words, e.g. 'acid phosphatase'.
	Transcriptional activator of genes involved in glycolysis

	11
	DB_Object_Synonym(|Synonym) (optional).
	YNL199C

	12
	DB_Object_Type, type of object annotated, e.g. gene, protein, etc.
	gene

	13
	taxon(|taxon), taxonomic identifier of species encoding gene product.
	taxon:4932

	14
	Date, date GO annotation was defined in the format YYYYMMDD.
	20050721

	15
	Assigned_by, source of the annotation (always "SGD" for this file).
	SGD


