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620 South Madison Ave, Pasadena, CA 91106; 626-354-2565; jesse.bloom@gmail.com

Education and Training
Beckman Fellow CALIFORNIA INSTITUTE OF TECHNOLOGY 2007-present
Research with Dr. David Baltimore on virus evolution

Ph.D. Chemistry = CALIFORNIA INSTITUTE OF TECHNOLOGY 2002-2007
Research with Dr. Frances Arnold on protein evolution and engineering applications

M. Phil. Theoretical Chemistry CAMBRIDGE UNIVERSITY 2001-2002
Computational analysis of protein energy landscapes with Dr. David Wales

B.S. Biochemistry UNIVERSITY OF CHICAGO GPA 0of 3.9/4.0 1997-2001
Research with Dr. Susan Lindquist on yeast prion protein biochemistry

Research Experience
POSTDOCTORAL RESEARCH
* Evolution of oseltamivir resistance with Dr. Baltimore 2007-present
* Co-evolution of influenza and the innate immune system with Dr. Baltimore 2007-present

GRADUATE RESEARCH

*  Protein evolution and molecular chaperones with Drs. Arnold and Lindquist ~ 2006-2007
*  Theory of protein evolution with Dr. Claus Wilke and Dr. Alpan Raval 2002-2006
*  Experimental evolution of B-lactamase and cytochrome P450 with Dr. Arnold 2004-2007
* Bioinformatics analysis of protein evolutionary rates with Dr. Christoph Adami 2002-2003

MASTERS RESEARCH 2001-2002
« CHARMM / Monte Carlo analysis of peptide energy landscapes with Dr. Wales

UNDERGRADUATE RESEARCH 1999-2001
*  Biochemistry and genetics of yeast prion Sup35p with Dr. Lindquist

Research Mentoring Experience
| have been the primary mentor to six different undergraduates, five of whom performed
research of sufficient quality to to lead to their co-authorship on a publication.

Awards and Honors

Beckman Fellowship for research at Caltech 2008
Irvington Institute postdoctoral fellowship from the Cancer Research Institute 2007
ASCIT Teaching Award for undergraduate research mentoring at Caltech 2007
Demetriades-Tsafka Prize for best Caltech Ph.D. thesis in bioengineering 2007
Gordon Moore Graduate Fellowship to Caltech 2002-2007
HHMI Predoctoral Fellowship 2002-2007
Churchill Scholarship for study at Cambridge University 2001-2002
University of Chicago prize for top undergraduate in Biochemistry 2001
Phi Beta Kappa 2000
HHMI Undergraduate Summer Research Fellowship 2000
full-ride Dolin Honors Scholarship to University of Chicago 1997-2001
Corvallis High School (Montana) valedictorian 1997

National Merit Scholar 1997
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