Primer order:

February 16, 2009

Wnt1F: CTIETCWM
5TG(T/C)ACIAT(U/C/A)GA(A/G)ACITG(T/CQ)TGGATG
WntlR: CTFHWCC>TGT/CACITTT/CCAT/CTGGTGT/CTGT/C
5CAG/ACACCAG/ATGG/AAAIGTG/ACA

Wnt5F: KTCWLQL
5AAA/G)ACITG(C/T)TGG(C/T)TICA(A/G)C/TT

Wnt5R: ERCKCKF >G A (A/G) (A/C)GITG (C/T)AA(A/G) TG (C/T)AA(A/G)TT(T/C)
5AAC/TTTA/GCAC/TTTA/GCAICG/TC/TTC

Wnt7F: CTTKTCWT
5TGTICACIACIAAAIG)ACITG(CITITGGAC

Wnt7R: WQCNCKF>TGGCAT/GTGT/CAAT/CTGT/CAAA/GTT
5AAC/TTTG/ACAG/ATTG/ACAC/ATGCCA

Wnt8F: QTCWNHV

5CAA/GACITGT/CTGGAAT/CCAT/CGT

Wnt8R: WCCQVKCD>TGGTGT/CTGT/CCAA/GGTIAAA/GTGT/CGA
5TCG/ACAC/TTTIACC/TTGG/ACAG/ACACCA

EedF: ENFYTCAW
5GAA/GAAT/CTTT/CTAT/CACITGT/CGCITGG

EedR: QKMLALGN >CAA/GAAA/GATGCTIGCICTIGGIAA
5TTICCIAGIGCIAGCATC/TTTC/TTG

SuzF: FYQFLYN

5TTC/TTAC/TCAA/GT/CTITAT/CAA

SuzR: MKLWNNH >ATGAAA/GT/CTITGGAAT/CAAT/CCA



5TGG/ATTG/ATTCCAIAG/AC/TTTCAT

DicerF: CGIIFVE

STGT/CGGIATIATITTT/CGTIGA

DicerR: QPCYLY>CAA/GCCITGT/CTAT/CT/CTITA
5TAITG/AG/ATAG/ACAIGGC/TTG

HesCF1: KLEKADI

5AAA/GT/CTIGAA/GAAA/GGCIGAT/CAT

HesCF2: EMTVKH

5GAA/GATGACIGTIAAA/GCA

HesCR: HFIPVYA>CAT/CTTT/CATICCIGTITAT/CGC
5GCG/ATAIACIGGIATG/AAAG/ATG

ArglF: EVWFGFHQ
5CAA/GGTITTGTTT/CGGITTT/CCAT/CCA

ArglR: DMQTSTM. >GAT/CATGCAA/GACIT/GC/GIACIATG
5CATIGTIG/CC/AIGTC/TTGCATG/ATC

HedgF: VMNEWPGIK
5GTIATGAAT/CGAA/GTGGCCIGGIATT/C/AAA

HedgR: FYVIETEDK>TTT/CTAT/CGTIATT/C/AGAA/GACIGAA/GGAT/CAA
5TTG/ATCC/TTCIGTC/TTCT/GAATIACG/ATAG/AAA
Udx1F: KWVIATYQ:
5AAA/GTGGGTIATT/C/AGCIACITAT/CCA

Udx1R: MFNMYDID: >ATGTTT/CAAT/CATGTAT/CGAT/CATT/C/AGA
5TCT/G/AATG/ATCG/ATACATG/ATTG/AAACAT

GrchoF: IPGGKPAY

SSATHCCNGGNGGNAARCCNGCNTA



GrchoR: EWLAVGME>GAA/GTGGC/TTNGCNGTNGGNATGGA
5TCCATNCCNACNGCNARCCAYTC

TUDF: NTPPGTK

5’ AAYACNCCNCCNGGNACNAA

TUDR: FDFLESK> TTT/CGAT/CTTT/CC/TTNGAA/GTCNAA
STTNGAYTCNARRAARTCRAA

GUSF: FHRHPVAQ

5TTYCAYMGNCAYCCNGTNGCNCA

GUSR: WGHCEIT> TTT/CGGNCAT/CTGT/CGAA/GATT/C/AAC
5GTDATYTCRCARTGNCCRAA

TNAPF1: EGGRIDH

5GARGGNGGNMGNATHGAYCA

TNAPF2: TVVTADH

5 ACNGTNGTNACNGCNGAYCA

TNAPR2: ETHGGE >GAG/AACNCAT/CGGNGGNGA

5 TCNCCNCCRTGNGTYTC

TNAPR1: MAYAAC>ATGGCNTAT/CGCNGCNTG
5CANGCNGCRTANGCCAT

FRZF1: CSMYAPM

STGYTCNATGTAYGCNCCNATG

FRZF2: PERPIIF

5CCNGARRGNCCNATHATHTT

FRZR2: MVRIG>ATGGTNRGNATHGG
5CCDATNCYNACCAT

FRZR1: GMWIWT>GGNATGTGGATT/C/ATGGAC



SGTCCADATCCACATNCC

FOXYF1: ITMAIQ

SSATHACNATGGCNATHCA

FOXYF2: MMTIVDIQ
ATGATGACNATHGTNGAYATHCA

FOXYR2: MHPMEYT>ATGCAT/CCCNATGGARTAYAC
5GTRTAYTCCATNGGRTGCAT

FOXYR1: MTGDCEY>ATGACNGGNGAYTGYGARTA
STAYTCRCARTCNCCNGTCAT

PUMF: NYVIQKFFEF
SSAAYTAYGTNATHCARAARTTYTTYGARTT
PUMR: MMKDQYANY>ATGATGAARGAYCARTAYGCNAAYTA
STARTTNGCRTAYTGRTCYTTCATCAT

RBBPF: MPONPCII
5ATGCCNCARAAYCCNTGYATHTC

RBBPR: MAENIYND>ATGGCNGARAAYATAICITTAYAAYGA

55TCRTTRTADATRTTYTCNGCCAT

TAGF: CKKCCCKK

STGYAARAARTGYTGYTGYAARAA

TAGR: MPDKKKKYE>ATGCCNGAYAARAARAARAARTAYGA
STCRTAYTTYTTYTTYTTRTCNGGCAT

ADAREF:

5" AAC GAC TCT CAT GCT GAG ATT

ADARR:

5 TTT ATC ACT GCA TGA CAT GGT



VAMPF: QQTQAQVD
CARCARACNCARGCNCARGTNGA
VAMPR: WWKNCKMM >TGGTGGAARAAYTGYAARATGATG

SCATCATYTTRCARTTYTTCCACCA



