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Analysis pipeline for human temperature rhythms

1. Make a folder with sub-files: ‘Data_Files’, ‘JTK_Files’, and ‘Averaged_Files’.  
2. Copy all .csv data files into Data_Files/.
3. Copy JTK_Cyclev2.R into JTK_Files/.
4. Copy ‘format_csv_for_JTK_(v2).rb’, ‘merge_JTK_output.rb’, ‘run_JTK_CYCLE (template).R’ into the root folder you created in step 1.
5. Open a command prompt, navigate to your root folder: “> ruby format_csv_for_JTK_(v2).rb”
6. Open R; change the active folder to your root folder.
7. Open ‘Run_JTK_all.R’; copy and paste into R.
8. In the command prompt: “>ruby merge_JTK_output.rb”
9. At this point, open ‘JTK_summary.csv’ to double check that all the raw data files were analyzed and appropriate values were generated for all JTK output.
10. Save ‘averaged_traces.txt’ as a .csv in your MatLab folder.
11. Run ‘plotAvgTracesMEH.m’; move output files into Averaged_Traces/.
12. In Excel, median normalize every trace, save file as a .csv
13. Run heatMapBl.m in Matlab; save heatmap.
14. Cut the header row off, save as a new file.
15. [bookmark: _GoBack]Run Cluster_and_dendrogram.m; save dendrogram.

