Biobrick Formats
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1.0 Classic Biobrick format
EcoRl Xbal Spel Pst|

5 GAATTCGCGGCCGCTICTAGAG [MM”\\/J TACTAGTAGCGGCCGCTGCAG:
3 CTTAAGCGCCGGCGAAGATATC \\///' A\ ATGATCATCGCCGGCGACGTCs
1.0 coding scar Tactacac (DY

5 GAATTCGCGGCCGCTIICTAG, AGT

+ de-facto standard
- no protein fusions (frame shift, stop codon)



2.0? Biofusion (Silver lab)

5 GAATTCGCGGCCGCT'IjCTAGA &MMM AkTAGT_AGCGGCCGCTGCAGs
v/
Scar:  ACTAGA &M}L\\/\\W

+ in-frame fusion of protein parts
+ compatible to 1.0 non-coding parts
- not compatible to 1.0 protein parts (frame shift)



3.0? (Freiburg team)

NgoMIV

GAATTCGCGGCCGCTTCTAGATGGCCGGQ\\\\\\A CGGTTAATACTAGTAGCGGCCGCTGCAG
r G *Y

Scar: A%:_CG((;;C &MMM

+ in-frame fusion of protein parts

+ compatible to 1.0 non-coding parts

+ less intrusive protein scar

+ N-end rule safe (protein half-life)

+/- stand-alone protein expression (start + stop in prefix / suffix)
+ compatible to 1.0 and 2.0 non-coding parts

- not compatible to 2.0 protein parts (frame shift + stop codon)
- not compatible to 1.0 protein parts (stop codon)



2.0-3.0 (CRG proposal)

Agel NgoMIV
GAATTCGCGGCCGCTTCTAGAGCCGGL \\ \\\\\\ CCGGTACTAGTAGCGGCCGCTGCAG
A G T G

Scar: ACCGSC &M}’,\\ﬁm

+ in-frame fusion of protein parts

+ less intrusive protein scar

+ N-end rule safe (protein half-life)

+ full backwards-compatibility (coding and non-coding 1.0 and 2.0 parts)
+/- no stand-alone protein expression



1.0 Classic Biobrick format
EcoRl Xbal Spel Pst|

5 GAATTCGCGGCCGCTTCTAGAG I[\WMM TACTAGTAGCGGCCGCTGCAGs
3 CTTAAGCGCCGGCGAAGATCTC \\/////I // “4 / ATGATCATCGCCGGCGACGTC=
1.0 coding scar Tactacac (DY

5 GAATTCGCGGCCGCTIICTAG, AGT

2.0? Biofusion (Silver lab)
5 GAATTCGCGGCCGCT'IjCTAGA &MMM CTAGTAGCGGCCGCTGCAG:
/4
Scar: A7(_:TAFSEA &MMM
3.07 (Freiburg team) / 2.0-3.0 (CRG)

GAATTCGCGGCCGCTTCTAGA#GCCGGQ\\\\\\A&CGG ACTAGTAGCGGCCGCTGCAG

+ less intrusive protein scar

+ N-end rule safe (protein half-life) Scar: ACCGGC&MMM

+ full backwards-compatibility



